Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.050; wR factor = 0.164; data-to-parameter ratio = 23.6.
In the title compound, C 19 H 24 N 2 O 3 , the benzene ring forms a dihedral angle of 65.34 (7) with the pyrazole ring. The cyclohexane ring adopts a chair conformation. In the crystal, molecules are linked into a inversion dimers by pairs of C-HÁ Á ÁO hydrogen bonds, generating R 2 2 (22) ring motifs. (1987) . For related structures, see: Fun et al. (2010a Fun et al. ( ,b, 2011 . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For ring conformations, see: Cremer & Pople (1975 Table 1 Hydrogen-bond geometry (Å , ). pyrazole are of pharmaceutical interest due to their analgesic action. Pyrazole molecules also exhibit anticancer (Hall et al., 2008) , anti-inflammatory, antidepressant, anticonvulsant and anti-HIV properties (Isloor et al., 2000 (Isloor et al., , 2009 . During the past years, considerable evidence has been accumulated to demonstrate the efficacy of pyrazole derivatives. The incorporation of aryl system into the pyrazole ring enhances the biological activities to a great extent (Ragavan et al., 2010) . Presence of different substituents, both on the pyrazole ring and on the phenyl ring, can severely modify the biological properties of such molecules (Premsai Rai et al., 2009) . Keeping in view of the importance of the pyrazole derivatives, we hereby report the crystal structure of the title compound.
Related literature
The molecular structure is shown in Fig. 1 . The benzene ring (C10-C15) forms a dihedral angle of 65.34 (7)° with the pyrazole ring (N1/N2/C1-C3). Bond lengths (Allen et al., 1987) and angles are within normal ranges and are comparable to related structures (Fun et al., 2010a (Fun et al., ,b, 2011 In the crystal (Fig. 2) , molecules are linked into an inversion dimer by a pair of intermolecular C16-H16A···O2 hydrogen bonds (Table 1) , generating an R 2 2 (22) ring motif (Bernstein et al., 1995) .
Experimental
A mixture of ethyl 4-methoxy benzoyl acetate (2.0 g, 0.0090 mol) and N,N-dimethylformamide dimethyl acetal (20 ml) was heated to reflux for 18 h. The excess of acetal was distilled off under reduced pressure and the residue was purified by column chromatography using 60-120 silica gel mesh size with chloroform and methanol as an eluent to give yellow liquid (2.0 g, 95 %). A mixture of ethyl-3-(dimethylamino)-2-(4-methoxyphenylcarbonyl)prop-2-enoate (2.0 g, 0.0088 mol) and cyclohexyl hydrazine (1.1 g, 0.0096 mol) in absolute ethanol (20 ml) was refluxed for 2 h. On cooling, the separated colorless needle-shaped crystals of title compound were collected by filtration. Compound was recrystallized from ethanol (yield 2.5 g, 89%; m.p. 413-418 K).
Refinement
All H atoms were positioned geometrically and refined using a riding model with C-H = 0.93-0.98 Å and U iso (H) = 1.2 or 1.5U eq (C). A rotating-group model was applied for the methyl groups.
sup-2 Figures   Fig. 1 . The molecular structure of the title compound, showing 30% probability displacement ellipsoids for non-H atoms. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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